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\. The second international congress of updates on prevention, diagnosis and treatments

of GI cancers:

miRNA-Related Polymorphisms in miR-¢YY (rs12:2Y1Y) and PEX" (rs)) Y3)A%) and Risk of Esophageal

Squamous Cell Carcinoma in an Iranian Cohort.
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Association study of rs) Y)371£A in FGFRY and rs) + €Yo YY in TP®Y with premenopausal breast cancer in an Iranian

Azeri population.

v. First international and A™ annual Tehran Breast cancer congress
Breast cancer association with poY and FGFRY polymorphisms
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Polymorphisms within microRNAs sequence may regulate gene expression in gastrointestinal tract cancers

8. Y international and \4™ Iranian Genetic Congress

The miRNA targetome of coronary artery disease is perturbed by functional polymorphisms identified and

prioritized by in-depth bioinformatics analyses exploiting genome-wide association studies.
1. The second international GI cancer congress

Finding microRNAs sequences polymorphisms that may regulate gene expression
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Single nucleotide polymorphisms within microRNAs sequences and their YUTR target sites may regulate gene

expression in Gastrointestinal Tract Cancers
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Polymorphisms within microRNAs sequences and their YUTR target sites
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=Y. AN, Y- “ Immune Therapy of Melanoma” for Journal of Cellular Physiology
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TGF-B\” for Journal of International Medical Research

-Y+Y+,oAYY-“ relationship between serum microRNA-YYY and microRNA-\Y# and plaque

stability in patients with carotid atherosclerosis” for Journal of Clinical Pharmacy and
Therapeutics
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"1 miRNA/mRNA extraction
"1 miRNA quantification by qPCR-stem loop method
1 Primer designing for miRNA quantification (stem-loop and specific)
"1 DNA extraction
"1 PCR ( setup and optimization, ARMS-PCR, RFLP-PCR, SSCP )
"IReal-time PCR
"I Tetra-arms PCR
“IRestricted fragment length polymorphism
] Electrophoresis: PAGE, Agarose
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